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COMPLETE ANALYSIS OF BACTERIAL GENOMES

Why Use Bactopia

Wyoming-Built, Globally Trusted
Built by WPHL, proving small teams

can deliver world-class genomics

Al-Powered Workflows
Customize Bactopia for your lab’s

needs without writing code

Bring Any Sequencer
Bactopia will work with whatever

sequencer your lab uses

Every Analysis You Need
AMR, ST, phylogenetics, serotyping
and more, all ready to use

Instant Global Context
Put samples in the context of millions

of genomes with AllTheBacteria

Proven in Practice
Hundreds of publications, millions of
downloads worldwide

No Supercomputer Required
Works with the compute your lab has,
from laptops to the cloud

Never Behind a Paywall
Builds in-house expertise that outlasts
any funding cycle or vendor contract

Ready for Another Decade
Seven years of active maintenance,
now rebuilt for long-term stability
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Get Started
Ask for a sticker! Today!




